ABSTRACT We introduce the draft genome sequences of five enterotoxigenic Bacillus cereus strains: Bc 12, Bc 67, Bc 111, Bc 112, and Bc 113, which were obtained from powdered infant formula. The genome sizes of the strains ranged from 5.5 to 5.8 Mb, and the GϩC contents were~35.2%.
a Sequence type (ST) was determined by uploading genome assemblies to http://mlstoslo.uio.no/. CC, clonal complex; UD, undetermined. The ST for the UD strain could not be determined because only five of the seven alleles matched an allele in the online MLST scheme and could possibly be either ST38 or ST1135.
